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cDNA ^°ll 3 sfl*l2] *l a o v S*HH ^^Tflofl 

^7HH ^€ e^-^-ol -fr^^-S: 3 3*H Sfl^l^ ^ ^ #<^l-e-^> 

3^-8- cDNA 3* afl^Rr ^o]^ ojtq-. n^-sl-H, £ i£tgo) cDNA ^ 

sfl*l, e^r^-ol o.^7>, 71 ^ cDNA ^, early stage muscle(ESM), adult stage muscle(ASM), -&r 
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sfl*]*] ^^Tfl^ e^ol-o^^ « a v^ ^40^ ^ ^ c)m. o].^ cDN 
A ^{Screening expression profile of muscle specific genes expressed by growing stages in 
swine and functional cDNA chip prepared by using the same} 

cDNA ^rtr ^^^f. ^ ^MI^HItt, sfi*l^ s^HH ^ 

*o Vl 2-3H ^-o]^ ^51^ ^^-^-0] o.^7f^ ^ ^^-JI ol^Ei . 

<2> 7flsfl ^Sfl^l^ ^-^w o V ^]7> Jf-^JI A>^L ^^-1- ^ ^o} ^ 7> o) 

ZlSiu} 5flxH] cfl*}- -fr^o] o^q. ^ ; ^ -^-^7> g-^ofl cfltr <S 

J±t* cfltr ^sL^i ojofl tfl^. ^x] (Cameron, 

1993). 
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SIt: sfl*HH #JS.*V -fr*l*r3.fe PSE (pale, 

soft, exudative) xf-^rfil 41 5}^- ryanodine receptor gene (RYR) (Eikelenboom-af 
Minkema, 1974; Smith^r Bampton, 1977; Webb, 1981; Christian^ Mabry, 1989; Fuj i i -§-, 
1991), -*H3-% (acid meat) tt^*} (Rendement Napole, Le Roy f-, 1990; Lundstrom 1996) 
7} &tK zi QTL (quantitative trait loci) £-^°fl ^tr ^ ^ <£^1 ^^^uj- 

7>^1 ^-ft-*^} (candidate gene)7> ^cf. 7«I ^fls}^- swine 

leucocyte antigen (SLA) (Geffrotin -f-, 1984)2}- Jfe°ll micorsatel 1 ite 

marker S0064, S0066, S0102M- TNF ^ ^l H o v ¥?fl , t5"9 , (boar 

taint)^- <£^°1 <£s^ Si^f (Jung -fs 1989; Rothschild 1995; Bidanel 

^, 1996). ZL^Jl microsatellite marker S0001-S0175 ^*HH ^l«o v ^1^- 4^ # 
^ QTL°1 ^7flfVc]-ji ojji (Andersson 1994), s^o]^>5. 

e]^ ^5Hr*fl 91*} (pituitary-specific transcription factor; PIT!) -fr^VS 

*l y o v n 1 *!]^ 5^ 3°.^. JiJl^l^c} (Y U 1995). *1 « 0 V ^ (Intramuscula 

fat content; IMF)-$- JL7)2] ^-^]^- (tenderness), (juiciness), =l?]jl *H1 3.7)) 

(Devol 1988; Cameron, 1990). e^fl *1« 0 V th^Hl 
* -B-^rSfe H-FAPB (heart-fatty acid binding protein)7> iLJl=l (Gerbens 

-§-, 1997), 6*1 <3^H ^*fls}^ microsatellite SW1823-S0003 (74~79cM) ^*HH.£ 
^ ^^51 W (Grindflek ^ , 2001). 

o|<q- ^-o] 4 «i ) 6 «i, 7«i ^Afl^ojlA-l ^ S ^ ^;gofl al^]^ QTL°1 &<>1 

^1 ^r^t- (Clamp 1992; Andersson -§-, 1994; Renard ^, 1996; Rohrerfi}- Keele 1998a, 
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1998b; Wang -§-, 1998; de Koning 1999; Ovilo f-, 2000; Gerbens ^, 2000), °] ^^^1* 

<5> £ id ^<£, sfl^l^ ^-^4 9^ -R-^i^V ^>^^ <£3*1 -f|-*l*]-5. 

4 ^ mRNA -fh^Xj- ^^Kr 7l##o] Af-g-Sl^^nV, o]-i- « o v^^ 

t^-o] AV-^ ^A)o]l ^^C-i) flo^fe «-^^*V cj^^- 7MH 5^4. ^el^ 

°1 ^ ^-^1-* M. Q*}7] ^*fl cDNA ^>ol3.S.<>1eflolsq- ^ Ai7l#o] 7 fl $ 1} cDNA p |. ol 
fli^elH^ ^^^^ o.^ cg^di £M 7H> 7 0 >^*V ^^-o] si Jl 014. 

°1 €^^-3]^ i£EL&]^4 -fr^^l DNA «^ ^ ^ oj-u)^ o.^^ # ^ ^ 

-¥-3 RNA-i- ^^£.g. £-^£Rr RNA 4. 

<6> ^fl A]-g-£]j7 ol^ DNA ^ E^-^oll^ C-flolE}- Wflo]^ 7ltiVO.S S^o]^!- ^ >J) 

^ cDNA eHtie-l^H -H-^i^fl- s.o> ^l^-*V ^3 DNA ^4 7l^ ^TjsL #3 

-B-^M- £o[ 71 ^1 DNA ^ol 01 cf. DNA °l-§-*M *!H*Rr ^^1^ 

-B-^7>ol ^1-g-o.s *1H£1 ^31^-4 ^#^<y <*^i- sfl^ nfl 

y o V ^^> Ic^M l£SLf>}51, C-llolEl- aflol^ 5}£LS ^1^^7>7> &^§- ^JE °U , ^ 

-R-#7> ^3J- 7>^ -o} olsl 0.0I 01 C|. tt^, 71^-t DNA afl^SM ^Xln> 

7l€^ £-*Hl 71^51^1 7)^o) cQ-^x\ ol^l ^ -^-^7.>1- ^ 

-T- ^1 t!:^ ^-^71-1- ^^^>^o> ^ i£SL7} 5>ltK *H^* ^^fl^fe ^^2) 

DNA ^^^1 nflo. ^^cf. 
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5.4°^ ^f^l 9X°] cDNA ^ol^^eflol 7l## o}^™b\ m.o}^^}^ 

-§- cDNA ^ Jl^H^l ^ 7fl%= ^ S^lf ^ ^7H1 -g- 

<8> t^2l Sfl^ 5-^-4 ^lU- S^oflA^ §5l*V % RNA-SL-T-Bi 5. 

7l^ofl 511 ^ol S*HH ^ DNA# ^sl-Al^ e^-21 

<9> HL*h ^^1 ^ol O-^^uV^ $^}c$ sflxlSl 

^ ^ % ^°]^-^AA 7l^^ cDNA *)1^}JI*1- ^cf. 

[^Ol Ol^JT^l- <5H^ 71 #3 4>m 
<10> «Vt^^ AV 7 ] S-^^g. 5fl^^ ^4 ^w o v ^ofl^ ^-Slt}- # RNAS-^E-1 PCR* **fl 

^r^7flsl ESTsl- ^Jl oil- oj 7lA ^o. ^oj^^o^^^ w.^ ^ ^Sl-JL, PCR» 

*«fl A o v 7l ESTsl- * ^-El ^*fl*H DNA ^ ^efloU- cl-g^o} cfl^^ %v\] ^o]EL 

^1 ^H*]; e^ol o-^^ ^ ^sj-oj^. ^Afl^ 7 l ct^fl 5fl*l <21 e^-^l- *lw o V 2:^1 

^% %■ RNA^.-^Ei S.^ DNA* *HS*}Jl, ^7} te}olE(H^»i DNA) 4 ^3 DNAH ^ 
^(hybridization)^ cf^-, o]f ^ll^jz. olo^l s^o^ «-a^}<*) 2) ^^TlH 
4 2} ^-ol^o.^ ^sl^ e ^ol^-^ 7 >ol 24^ ^, sll *1^ 4€- 

e^ol o.^ 7 >n>^. 7l^ cDNA ^-fr ^l^^S-^1 ^*r534. 
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<li> a. 5}]^^ ^aj- ^.^HH ESTs^l ^2- ^ <g7H<g ^ ti #7l 

ESTsl- °l-§-*H S^tL DNA ^l^^^l; sfl^l^ *1« 0 V S*HH ^l^ol 

S3 DNA(ESTs)^ s SJ1 DNA o| ^ ojn]^ 2)^ -g-^c^]; 5)]^o| 

^ cDNA ^l^-^^l ^^^cf. 

<12> JS. MJ-t£ 5^0^ o.^ ^ ^ S.ol o.^> ^_W-g- cDNA ^ *>7l^ cl-TflS. 

<13> sfl^l^ e^-^f *1 U J-S*HH ^sRV # RNAS.^-E-1 PCR^ -f-Sfl 44347^ ESTsl- ^Jl, 

<w> DNA ^ ^efloji- oj-g-^ a o v 7 ] ESTsl- JL2.tfl 2:5-4 ^1 #5^1 c^eflol^ji, 

<is> 5flx]°] *1« 0 V ^3°1H %■ RNAS^ a!o}v£ 3-dCTP Sfe a] o}^ 5-dCTPo] 

S3 DNA1- ^fl^i^ZL, 

<ie> ^-71 #e}o]c (HS: a DNA) 2}- S3 DNA* ^sKhybridizationMl^ 51 o)m. 

o]v]x) 4<^^ -g-A4*H ^^3H ^13-2-3. e^oi ^ 

<i7> ^7)o])x) sfl^o^ Aj^^ofl 4s 33t!: 71^-^ cDNA ^-§r 
^13-^-. 

<18> ^ sfl^o] ^ ^ ^ So]o.^7> ^-g- 7]^ cDNA ^ 3] xl^ ^ ^ 

2:3°fl^i t^S]^ e^0]-0^7>S. ££U ^ Aj-71 =£17} 7]^ 
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<19> £ ^ sH^o] ^ ^ ^ ^o] o-^x} %xj\$. cDNA DNA D>ol SS oleilol 

A oHl JLzfsq^ £il DNA^r ESM-^-ol-o ASM -e.o]^-^^ i^-fr ^^SL^ *lcf. 

<20> ^ sfl^o} ^ *lcl ^ ^.o] ^Afl^. cDNA ^ DNA ^olas^e^l 

*)H ^1^1, sl^-HflolE ?}^o}4 ^ HSi\d C 3^ -fr^l-I- i^-i: ^^^-S, ?Vcf. 
<2i> -a sfl^l^ ^-^ ^cj ^ moio-^^l- ^Afl^. 7 ]^Aj cDNA ^S] DNA *Hi=LS<H3H 

^ 0 M1 JL^-Sl^ sfl^Sl ASM-^-ol-B-^i^ l-^ cqvijoi ^ ti ] ^oi 601446467F1, ^iL^E} 

*\^%} ^ MHC class I ia^ tt^VI- ^rcf. 
<22> ^. cDNA 71^^ ^e]^- 3H^, ^sl^mviloiB, ^liell'?}, # 

Sl^^^l -fefl ^4 ^ -H£*> ^-g-ol wV^-^^>cf. ^ DNA *>}<>} 35. <H efl o] ^ 

°l-fr3l*>7} ^a}^ cDNA ^, Cy5-dCTP Cy3-dCTPsl- ^^]?J ^aji 22 {o] RNA°fl A i 

cDNA, ^%^7U^A)^Efl ^ ^^E^^Al^Efl o.^ c>l s-^^j-l- tVcf. 

<25> [^jAl^l] 

<26> ^AHl 1 : ifl*lcq xtj-s. e^ol-B-^>^ ^ H^s)-^ ^ 
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»]H*|f^ ^21- *]«>> 2:^1 ofl -g-e]<5l # RNAS-^Ei ESI DNA# afl*|-*l-JL, #7l 2^2] 



<2 8> gjLSgj] l: £51 DNA^ ^113: g <H elM 

<29> ^efojjEL-^^o]] *-^}7) $n PCR«^1 a] sfl cDNA^l ESI DNA» a^S)- 

7>J1A]U> ^ a ^^(^]^0] 30 kg ^ 90 kg*] ?A^r ^^O] ^ ^ ^ttj.^ 

RNA £5] 7lB(=-^ ¥)o}*W0* A]~§-*H nfl^f^^] a}-s]- ^ RNA» ^-^S>ZL ol igo(dT) 
column* °l-g-*}c*| mRNAl- ^^cK *fr 7 ] o)]^ £-e]^ mRNA A]^ofl S P6, T3 

T7 E^H(<^ o^At ^-p>a]o> w>o]^Bfl3)^- RT-PCR* ^a]^>zl 

cDNAl- ^*>5iT=f. zj" PCR o] ^ JMfe ioo /^S ^51^. 100 pM^ ^o] d] s»f 

^ H-eHH zvzvo. 96 _^ pCR s. e flo]E(cg^. ^]t|]^>,)ofl ^cf. zf ^ofl^ 2.5 mM 
dNTP, 10>PCR ^3], 25 mM MgCl 2 , 0.2 ^gS] DNA ^ , 2.5 -frb^ Taq eM-*fl7> 3.^-5] 

Tfl *>^^f. PCR^r GeneAmp PCR 5700OHM-4 AB <H#eM^ *}°) Sl*\ )<$*\ £^g-£] 

«HM ^^l^V^cf: 94°C<HH 30^, 58°C<>1H 45^, 72 0 C^]^i l^S. # 30 ^H#. 
oo> ^s.^ DNA o] a7 ]b o^S-f^ *S ^l^^H ^<y*>^4. PCR ^-§--8: 96-18 

^6\]A] oflE^ ^l^o. ^^j. ^ £2^)7] -20°C^1^ 7-R^}5S^. 
<3i> #7HH §u]^ ^ 44347]]^ cDNA(ESTs)!- ^S^H sfl^]7> 7>x]ji oi-& -£-*i*]-;i| 

, ^ii^r NCBI1- **fl vfl $t]-. ^11 7>^1 -f}-*l cH PCR 
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£ -f-sfl ^•Hl^^lt!- cf-g-, * 44347flsl c DNA(ESTs)7> «fl^£# ^, # 

44347fl<^ cDNA(ESTs)^- 3007fl^ JlS. cfl2^f 1.7 cm 2 "S^ji titi^St^r. ^ ^F, ^oI^^zl 
a|;EL II(o>ol °_3.J±^i)l- ol-g-s>^ CMT-GAPSTM ^l^Ajeflol (aminos i lane) °1 
-g- #e>o|^^-5|>i(ia^A> z\]%-)o\) 2^1 DNA1- ^3*>^4. ^ °l-§-*M n>o]a.^ 

Hi^JE. II(MicroGrid 11)5. £SI DNA* H^B*}^ tf. =L ^ *H 3.3.1-3] °1B i-fl 

H<H1 ^5-/-!^ ^-71 -g-on^g. ^4o]£^2|a^ ^og^^ (1 _ 2 DNA# H.^lJtr ^ 

, #B}ol=i- ^SlX\?)jl, ^^a]^) DNA^ #e}ol^ ^Hb}e|-^^tM(d1^ ^B^Bj-^l)^ o] 
-§-*r^ 90 mJ°)H W-3.^^^£LS. ^*\7]JL, ^-^H 2 £- 0.2% SDS3. ^ »i 

3., ^-&°1H 2£- ^<?V 3*V ^fHr3 fV^} ^3 ^ ^^ol^i- 95 ° C ^o)] 2-& 

^ ?1 J! , <3*fl;*fl (blocking solution, pH7.4^ <?]^ ^r#<2« 300 mL°ll 1.0 g NaBH 4 # 
i=.o) -g-oj)^ oijHj-^- 100 mL * ^^-tb -§-°-3)* ^7HH i 5 «. ^o> ^^f^cf. zl ^, # 

7l £bWH* ^ofl^ i-g- ^-oy 0.2% SDSS 3«1 ^]^*>ji, ^£<*IM 2-g- 3*> f^-^S 

v 

*\}2i<4 2: DNA^ ^la ^ Sj-Chvbridization) 

DNA1- ^1^*1-71 ^«fl, afl^ 30 kg(ESM, early stage muscle)^ 90 kg(ASM, adult stage 
muscle)^ 7>ZLA]n> a]a^^(Kagoshima BerkshireHH ^-^ ( longi ssimus dorsi) 

^#1^53^. *l*o v S*]£r 31 # 30 kg(ESF, early stage fat)^ 7>JlAlt 1 > b^a^o^ 
^l« 0 vs^# 5-8 mm t}-§- 0 -«^l|i^ 4)^1^ -70°C°l]7.i 
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DNA-& ^lS5>7l ^sfl HB^™ 7 ) B( ^olH t]]3.^3-X]) nfl^<*ofl 4^ 0.2-1.0 

50-100 mg # 1 mL£] Al^ofl ^jt. sj-ifl^t}-. 4°C^H 12,000 g°-£. 10 ^ 

°J: ^-g-^tr ^ 1 rnL^ £-#1 (al iquot ^fSi^f. <^7H 200 

*\JL 15JL -o^J: 15^- ^-§-^1 ^ 4°C^l^i 12,000 g5. 10£- ^<L> ^ 

tS£Ift ^7^1-i 15i ^<L> ^ 15^- ^<?> ^-i-^ ^o}^ 

tf. 4°C<=Hl^i 12,000 gS, 10^ ^*]-g-E|tr ^ #^^r ^fl ff-liS. ^7lJl 50 0 pJL^\ 

^7}S}JL ^-aj^^Jl ^-g-ofl 1 5 « -V-o>-^cl-. ^^l7lJI 4°C<H1 

*l 12,000 g 3. 5-g- Q^&^*}51 ^^s>ZL <^7H 75% ^ °im-ir 1 mL# ^7} 

tb T 12,000 g 5L 5^- ^<?> €^^-^^4. #^#HH 30^ ^ 

^ ?i 3:^1^1 cf-g- RNase7> ^7]^ DEPC # 20^S RNA# ^cf. # DNA 

« 40 //g/17 ^ ^7^^ ^ul^cf. 

cDNA (standard first-strand cDNAHl S3 DNAH- <S 

^Vcf^l ^sfl, Schuler(1996)^ w o v, tHl 4^, * RNA 40 dT-18mer H^HC 

0 J«I^^1 Sr°l H. EflH^S.^])* ^ts}Jl <^11- 65°C<HH 10 ^ -^*r 7>ltr ^ 4°C^]^ 5-g: 
# ^^HrS^. n ^, 1 ^ 25 mM dATP, dGTP ^ dTTP £tM , 1 ^ 1 mil dCTP(HS^7> 
) 2 1 mM Alo]-^ 3-dCTP 2 1 mM ^0]-^ 5-dCTP, 20 units^ RNase ^trfl^K 

^tile^^j ej-o] 5. Efla.-&3.*1), 100 units^ M-MLV RTase, 2 10>€^B ^H^H— 

-§- ^7>*V ^ °l-g-*H ^€r>^cf. aV-g-^^ 38TC^I>H 2*1*1 ^-oj- ol^wflol ^ 

%#°\) ^ ^-Efl^ ^-#efl^.El = l- ^7l*}^r4. olnfl A>-g-tr DEPC ^ 
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<36> #Br 0 l^°fl ^sj- -g-<^(5>§SC, 0.2% SDS, 1 mg/mL 3<H DNA)^-S. 

65 0 C°fl*| 1A1?> ^^2l-(prehybridization)^l^nf . Alo}^ 3(Cy-3)s}- a]o>vi 

5(Cy-5)S. 5*HeI DNA^r 20 fdS] ^sj- ^fl^^ji 95°C°1H 2§ ^<?> *£^a] 

<37> * ( ^^.ojc^ 2 >§SC, 0.1% SDS ^^JlS 5-g- ^ M)o}7] 

(Dancing shaker HH 311^1 JH^^Ai 4^ ^s^uf. zl ^, ^7} ^e}o] = ^ 0.2>SSC 
S 5£- 2«1 Afl ^ JL , 0.1>§SC3- 5^r ^^t}. 

<38> Aj-7] ^e}-ol ^^0^^)01 5000CGSI tH^S 3.1HH 50 ^ ^ ^}o)^s. 

^1^}3X^-. 3-dCTPS. S^l^l S3 DNA^ 565 nnHH ^^fl^Jl, a]o}u} 5-dCTPS. 

€ S3 DNA^ 670 nnHl*| ^^H^>^cf. 27fl^ fg^V^ a]o}^ 3-dCTP, ^o}^ 5-dCTPS. S. 

^?1N°fl S$S|-*>^4. tj-Al aJ- 7 ] ^5}o]£Ll- ^7JH3H 4000M^i 10 

m si\ A\o]z,S. ^m^- ^S.^ ^-^ TIFF °H*1 $t<£-§r €H<^ e)M -fc. = B3|<H *H 

3 2.1 (Quant array software version 2.1HH ^-^*>ZL, afl^l- ^^T^o^cf. z| 

<39> ol^^7l e^-(ESM, early stage muscle)^ ^13^ sfl^* 

(ASM, adult stage muscle)^ *1^7] *1«KESF, early stage fat)^ ^ v] ZL*}^ . "ESM- 
^ "ASM-^-o]" -fj- £ lofl ufB^&zi, "ESF-^-^>l" -n-^^>^ 3. 2<>fl ^ifl^cf. 20 
^-^7>7> ESM^Ui iL^^r ASM^H 5«fl ol# ^ ^r^^r M-Ej-^^cf. 187fl^ 
*}£r ESiHM J±4^r ESF*IM 5^1 10«fl M-eH^t*. SE#, ASlHH iL4^ ESM 

*IM 5 lOHfl ^ ufEfvH^cf. 
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<40> ofl^sq^ -fr^^-i- .ASM-^-o] -fi-^i*}, ESM-^o] -f^*}, ESF-^-ol ^ 
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<41> [ S !] 



ESM A ASM°fl A i <te] $-*dx}2) al-g- 


ESTs No 


Accr^ ^ i nn Mn 

t 


UCotl I \J t 1 U11 TT 


IT \1 s. Nil U I^T 


P^Mf *^0 } / AQMTQO j 


M\ XT -^L ^ 


□J ol -5LX}- 
^ 1 6 o 




1 
1 




PARRfiSQft 

Vy/lDtJ U O C/ O 


x d i piid uynein nedvy cnain 


-9 1 


SM7K1 

Ol'l I O X 


NP O^RQI 


i.v ivud 1 11 l ci dc l l ng proLem o i iKe 


+9 1 




RARIQ^fil 


A r* t i n 


TO . ft 




/l/Ui^J 1JOU 


rlC. L 1 11 


TO . O 


Ol'l XV/ \J 


r <joovju 


Art in 
rlL. L 1 11 


TQ . O 


SM106R 

fcJlVl 1UUU 


AAR901 fi^i 

rVrll iiVJXUO 


AC L 1 11 


TO . O 




R9S81Q 

LjC/%JO XZJ 


A r* t i n 

tin 


Tft . O 




/\Ocjkj XO 


Art 1 n 
rtL L 1 11 


TO . ft 


OlVliV I I 


NM 001 100 


ni Lin, d i pnd i 


T 10 , X 




MP 0^740 

lNl UOO f 4-VJ 


rtc Lin, gdiniTid /L 


to . y 


SMQ09 


RP001 748 


Annex in n.^ 


o . £ 


SMR4fi 


Pftl 9ft7 


AiiritrA in v 


-9 ft 


OIVIU OO 


P04979 


Ann £iv in II 

Annex in j_l 


_o o 


SMW340 


U i «JO XL) 


DcLd myubiii nedvy end in miuNrt 


4-^ 0 ! 

TO . VJ 


SMI ROR 


AARQQ6&9 


uaipain large poiypeptiae Lzs 


T4 . / 


SMS41 • 


NP 00007Q 

INx UUUU / c/ 


L/0 1 1 agen 


_q 9 
O . Z 


SM71 R 
jffl/ ij 


T 47641 


v^o 1 1 dgen 


-A ft 


SM4^0 


0QYST7 


vy(j i i dgen d i pnd x 


o . o 


OM / DO 


LAjtlU XO 


lo i i agen aipna i 


—9 1 




PPHT19V 
^unU^ V 


l>o 1 1 dgen d i pna o 


_q 9 
O . Z 


SMQ4Q 




i-/Oiiagen aipna & 


_q q 
o . o 


SM4i n 

OMft xU 


PA A9ft4R4 


1 1 agen v a i pna \j 


—9 ^ 


SMI fi^il 

OiVl lOJ 1 


AlYl_UOyOOO 


uiscs, l argevLTosopni i slj nomoiog o 


-9 n 


SMIO^iO 


AAA^O^I 


r i uroncL Lin 


-9 4 


SM4Q1 


MM 00RR9Q 
lNlYl_UUOOZy 


neparan suiiaLe proLeogiycan ^ 


-9 9 


SMI 

OlVlxO ( o 


YM 04A1A0 


1 o m 1 A ft 

Lamm n/\y 


4-9 K 
TZ . O 


OlVLKOD 


MP OOAAA9 


Myos in 


to . y 


oMKooo 


r /yzyo 


Myosin heavy chain 


+Z . U 


OMKIDO 


AdUZoZOx 


Myosin heavy chain 


x,o n 


SM1732 


NP_004678 


Myotubularin related protein 4 


+3.8 


SM1691 


NP_000908 


Procol lagen-prol ine 


-2.3 


SM690 


NP_003109 


Secreted protein, acidic 


-4.4 


SMkl73 


X66274 


Tropomyosin 


+2.6 


SM141 


CAA38179 


Tropomyosin 


+2.7 


SMk51 


P18342 


Tropomyosin alpha chain 


+9.6 


SM1043 


P06469 


Tropomyosin alpha chain 


+11.5 


SMkl9 


P02587 


Troponin C 


+14.5 


SMk50 


Y00760 


Troponin-C 


+19.6 


SMk57 


AAA91854 


Troponin-C 


+14.6 


SM1535 


P02554 


Tubul in beta chain 


+2.8 


1 GM10G3 


' P20102 


- - 1 " -V i men t in 


1 5t4 1 
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SMk56 


AAA37210 


Aldolase A 


+5.5 


SM995 




id r hnn ate* HphvHrQf aoo 


4-Q 9 

to . z 


SMk344 


NM 0128*39 


v^y l uciirunie 


4-Q A 
to . 4 


SM800 


il/iVJ »J «J C \J \J 


\~>y l ucnr oiiie c OAiQdSc suDumi l 


4-Q C\ 
to . U 




T10Q74 


uyiocnrome c ox l aase 


i Q Q 

+o . o 


SMklSl 




n uLLUbc i>o u 1 spnospnd u dse 


4-7 1 


SM2070 


P00339 


I — 1 pptatp Hf^hvH f ncrpma cp M H q in 
L/ latLdic UCliyui Ugclldbc 1V1 ClldlH 


4-19 7 

T 1Z . f 


SMkl20 


AT275968 


Lfiivi uuiudins i proiem 


to . O 


SMkl47 


X59418 




4-9 A 


SM928 


079874 


lNrvL/n uu 1 tju l none ox i cior euuc i ase cnain 


4-R Q 
to . O 


SMkl8 


AAG28185 


1 


4-9 1 


SMk81 


019094 


NADH4L 


4-Q 9 
to . Z 




/id v/ \J \j o »j Z/ 


Octanoyl transferase(COT) 


+2.6 


oMKo4o 


My /bb4 


Phosuhoaro 1 i n i tip nhnsnhat 


+5.5 


CHOC 

oMoo 


TVMVRR 


Phosphoglucomutase isoform 2 mRNA 


+4.3 


SM887 


P11980 


Protein-tyrosine kinase 


+8.5 


SM698 


S64635 


Pyruvate kinase 


+9.7 


SM723 


P52480 


Pyruvate kinase 


+7.3 


SMk79 


U44751 


Pyruvate kinase 


+5.2 


1 SMkl35 


Z98820 


Pyruvate kinase 


+3.0 


SM1033 


XM.018138 


Sarcol ipin 


+2.9 


SMk347 


X99312 


Tyrosine phosphatase type IVA 


+3.0 






UDP glucose pyrophosphorylase 






SM7S 


U09823 


Elongation factor 1 alpha 


-4.3 


SMI 989 


AAH05660 


Elongation factor 1 alpha 1 


-3.9 


SMk61 


NP.031959 


Enolase 3 


+3.6 


SM968 


Y00104 


Repetitive dna sequence element 


-2.5 


SMk91 


AAC48501 


RPE-1 


+4.6 


SM2083 


NP_003083 


Reticulum protein 


+3.1 


SM896 


AAH01127 


Ribonucleoprotein polypeptide B 


+2.0 


SM1668 


AAH07512 


Ribosomal protein 


+2.1 


SM1784 


228176 


Ribosomal protein L18a 


+6.2 


SM1801 


AAA30799 


Ribosomal protein P0 


+6.0 


SM997 


51077272 


Transfer RNA-Trp synthetase 


+3.5 






Translation initiation factor eifl 
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SM464 


AJ 002 189 


Complete mitochondrial DNA 


+3.9 


SM732 


AF304203 


Mi tochondr ion 


+5.9 


SMkll 


XM_006515 


Potassium channel 


-2.4 


SMkl87 


BC007462 


Similar to creatine kinase 


+3.5 


i 


SM1067 j 


XP_007399 


Protease, cystein, 1 


1 +3.1 | 


■a^^-g- I 


SM154 


AF036005 


Inter leukin-2 receptor alpha chain 


-2.5 


SMkl 


AAAG52886 


Kel-1 ike protein 


+6.4 


SM401 


AJ251829 


MHC class I SLA genomic region 


-3.0 


EST 


SM824 


AK023385 


cDNA f 1 j 13323 fis 


+2.5 


SM1776 


XM_050494 


KIAA0182 protein 


+3.6 


SM1556 


XP_043678 


KIAA1096 protein 


+4.9 


o|S}-o] | 


SM1785 


AC015998 


AC015998 


+2.1 


SM2152 


B I 327422 


AR078G01 i THYEG01S 


-4.0 


SM1469 


BG938561 


Cn26h08.xl 


-2.2 


SM908 


AAG28205 


COI 


+2.8 


SM851 


AAG28192 


COI 


+3.6 


SM1738 


CAA 19420 


DJ466P17.1.1(Laforin) 


+4.8 


SM1007 


AAD31021 


Foocen-m 


+3.8 


SM1920 


BE421626 


HWM012cA.l 


+3.3 


SM1972 


XP_039195 


Hypothetical protein 


+3.2 


SM1536 


T08758 


Hypothetical protein 


+4.7 


SMkl37 


XP_002275 


Hypothetical protein 


+20.0 


SM1724 


XP_016035 


Hypothetical protein 


-2.6 


SM1539 


AT001097 


Mandarina library 


-2.3 


SM1474 


BG384994 


MARC IP I 


+2.6 


SM1853 


BF198401 


MARC 2PIG 


+3.6 


SM1941 


BE925069 


MRl-AN0039-290800-004-a01 


+4.4 


SM379 


AW328623 


NIH_MGC_4 


+2.3 


SM1911 


BR872239 


NTH MGC 65 


-2.4 
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u\sk*\ 


SM1676 


BG548727 


NIHJ1GCJ77 


+5.1 


SM1914 


BG534187 


NIH MGC 77 


-2.3 


SM1650 


BI337009 


Peripheral Blood Cell cDNA library 


+9.3 


SM1064 


BAB28119 


Put at ive 


+3.4 


SM618 


BAB28422 


Put at ive 


+2.1 


SM1774 


BAB30715 


Putat ive 


+3.2 


SM1690 


BF864360 


Reinhardtii CC-1690 


+2.2 


SM1898 


F23148 


Small intestine cDNA library 


-2.3 


SM96 


M17733 


Thymosin beta-4 mRNA 


-4.2 


SM1922 


AAH03026 


Unknown 


+4.0 


SM210 i 


BAA91923 


Unnamed protein product 


-3.1 


| 


SM107 ! 




No match 


-2.4 


SM278 




No match 


-2.2 


SM384 




No match 


-2.3 


SMk37 




No match 


+7.7 


SM717 




No match 


-3.0 


SM1598 




No match 


+4.5 


SMk6 




No match 


+3.8 


SMk68 




No match 


+5.0 


SM1100 




No match 


-2.6 


SMk70 




No match 


+3.9 


SMk80 




No match 


+17.7 


SMkll2 




No match 


+3.5 


SM1639 




No match 


-4.0 


SMkl48 




No match 


+3.8 


SM1665 




No match 


+3.8 


SM1665 




No match 


+13.0 


SMk95 




No match 


+2.7 ! 


SMkl33 




No match 


+2.4 


SMkl52 




No match 


+6.4 


1 SM1897 




No match 


+3.4 


SMkl38 




No match 


+10.3 


SM1902 




No match 


+2.1 


SMk342 




No match 


+6.7 


SMkl81 




No match 


+11.0 


SM904 




No match 


-3.4 


SMk262 




No match 


+3.9 


SM9 




No match 


+2.4 


SM1964 




No match 


+2.6 


— SMk335 




No match 


=3^ 



<45> -)- : <H*]§}^ Accession no. 

<46> ** : c-floj^wfl <|3*1*>^ ^SL 

<47> No match: cfl o] E^afl o] ^ofl ^ «^^1§>^- ^23.7} EST 
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<4 8> ESM: early stage muscle(*fllr 30 kg), ASM: adult stage muscle(^l^ 90 kg) 

<49> SM: sflxl e^- 

<so> S. 44\+ a>sq- £o) t ASM^l^i JL, g_ 1°))*} ^^^JL 7l^olH ^ <£3*) 

91^ 147fl^ -fr^l"^ °}*\ ^^U) ^€ *M &&4. -fr*14l-i2-xr «&4 1, 

<£4 ^l-B^o^] A> H^-£-?-^-l , 6-al ^i^4^°Ml , NADH-R-til^fe ^ 

^l£^^E^o>^ *flo] i ; ^^^-^-f-iS^Ej-o}^ o]^ i mRNA, ^^MMe 7l4°r*ll, nlS^-H. 
3£r, € -ff*> $14(1 2). 3.^4^5. ^4°1 £1^ A>o] S ^^efl^ 

^^Ml^H 4i vfl^ £^ ^ ^ ifsM 4 < #tr ^Ir-i- :n. & 

4. ^:^l(G-^€) Stt ^2.^(F-^H)^.SMl ^7.fl^4. F-^El-B- 4°l33.^l4 , dlH. 

^ A}ol £ A^ e |S^. ^ofl tfl^ ti>-g-4 ^li^7l^l^ a] 7fl»t^ s.<£4 ^a]^ 
^*r4. (troponin- 1, -T ^ 04 ^I^M SUxr ^^o] 

sflS € <£4 2<i]£ ^if ^ #^5-4 7>#7)1 °}4. i-o^^-^ pEpofl^l 

ADP^^l H € ^^^H efl ol ^ ( t r ansphosphory 1 at i on) -§- #*fl*r^ ^MMm ^o^h ^ 

nflA>2l A^ofl ^^S>7fl ^S>5.5. ^ I^Rr o]^- S A> cflAj-o.^. ##4. 

<51> ^fl, ESAHH ^-^^ZL 5. 14 2<HH 4¥°1 ^ oJ-b^ ol^ 57 flo) -fr^s. 

£ 43 ^447fl 3°1 &$4. °lf -fr^Mfe #431, t^H/44 5(2: 

43), 4H34 Wl^E^ol olCf. M)^9] nflEg^cq ^ Aj«.ol^ > ^0^£ 
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H^q-^ 0^0} 0.^3 a}^* 7^ ^ 1J-71 ^(terminal marker) ^ 

ttfSH, Vim^ ^Aj-^^Dfl^q^o^ 5g 7 ^ ^jp. _g.3J.0fl ^«H=. ^ ^ 

oi«fl*>fecn 
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<52> [S. 2] 



ESM ESF 



KJJTs No. 


Accession No. 
t 


Descr ipt ion** 




ESF(30)/ESM(30) 








1 

1 1 


SM2149 


CAB56598 


1— alpha dyne in heavy chain 


-2.1 


SM781 


NP_033891 


19 kDa-interact ing protein 3-1 ike 


+2.2 


SM1068 


AAF20165 


Act in 


+4.5 


SM635 


BAB19361 


Act in 


+2.6 


SM106 


P53506 


Act in 


+4.9 


SM768 


X52815 


Act in 


+2.4 


SM363 


B25819 


Act in 


+3.7 


SM713 


AAA51586 


Act in 


+5.6 


SMk77 


NM_001100 


Act in, alpha 1 


+4.5 


SM128 


NP_033740 


Act in, gamma 2 


+3.9 


SM1091 


JC5971 


Alpha-b crystal 1 in 


+2.1 


SM902 


BC001748 


Annex in A2 


-4.2 


SM846 


P81287 


Annex in V 


-3.5 


SM653 


P04272 


Annex i n II 


-2.3 


SMk340 


U75316 


Beta - myosin heavy chain mRNA 


+2.2 


SM1807 


AAF99682 


CalDain laree do lvnenti Hp 12 


+2.7 


SM541 


NP_000079 


Col lagen 


-4.9 


SM715 


L47641 


Co 1 1 aeen 


-5.2 


SM1023 


Q9XSJ7 


Collagen aloha 1 


-4.6 


SM758 


CGHU1S 


Co 1 1 agen a 1 pha 1 


-4.3 


SM62 


CGHU2V 


Co 1 1 agen a 1 pha 2 


-4.4 


SM949 


046392 


Co 1 1 agen a 1 pha 2 


-3.2 I 


SM410 


CAA28454 


Co 1 1 a£fpn( a 1 nha V) 


-2.3 


SM1121 


NM_000393 


Collagen, type V, alpha 2 


-2.8 


SM53 


NP_000384 


Collagen, type V, alpha 2 


-2.5 


SM1651 


XM_039583 


Discs 1 ar ge(DrosoDh i 1 a ) homoloff 5 

*-* X w W W j 1 Ul £j W \ L' 1 W O Upi All CI / I 1WIJIW 1 \j W 


-8.6 


SM1050 


AAA30521 


F i hr oner t i n 


-3.1 


SM381 


FNHU 


Fibronectin precursor 


-2.6 


SM122 


P07589 


R i hr nnpp t i n ( FN ^ 


-9 c: 


SM1573 


XO44160 


Lam in A/C 


+2.1 


3MK. DD 


MP nflfiA^9 


My os i n 


TO . D 


SMkl68 


AB025261 


Myosin heavy chain 


+5.0 


SM1732 


NP_004678 


Myotubularin related protein 4 


+4.7 


SM690 


NP_003109 


Secreted protein, acidic 


-5.2 


SM1043 


P06469 


Tropomyosin alpha chain 


+8.6 


SMkl73 


X66274 


Tropomysin 


+2.2 


SMkl9 


P02587 


Troponin C 


+6.9 


SMk57 


AAA91854 


Troponin-C 


+7.1 


SMk50 


Y00760 


Troponin-C 


+9.0 


SM1535 


P02554 


Tubul in beta chain 


+3.3 


SM1063 
1 — — 1 


P20152 
1 — CAAG9Q19 1 


Viment in 

V i men L in 


-5.1 

1 -St2 1 
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EsTs No. 


Accession No. 
t 


Descr ipt ion** 








ESF(30)/ESM(30) 


OK 


SMk344 


NM_012839 


Cytochrome C 


+2.4 


SM800 


AAG53955 


Cytochrome c oxidase subunit I 


+2.9 


SMkl51 


CAA06313 


Fructose-l,6-bi sphosphatase 


+4.2 


SMk254 


231300 


Glycogen Phosphorylase b 


+2.6 


SM2070 


P00339 


L-lactate dehydrogenase M chain 


+10.6 


SM928 


079874 


NADH-ubi qui none oxidoreductase chain 


+3.2 


SMk81 
SM295 
SMk346 


019094 
AB006852 
M97664 


• 1 

Octanoyl transferase(COT) 
Phosphoarginine phosphatase 


+3.9 
+2.3 
+3.3 


SM36 


TVMVRR 


Phosphoglucomutase isoform 2 mRNA 


+2.6 


SM723 


P52480 


Protein-tyrosine kinase 


+7.5 


SM698 


S64635 


Pyruvate kinase 


+6.6 


SM887 


P11980 


Pyruvate kinase 


+6.3 


SM1594 
SM1033 


AAA62278 
XM_018138 


Pyruvate kinase 
Superoxide dismutase 
Tyrosine phosphatase type IVA 


-3.2 
+2.2 




SM75 


U09823 


Elongation factor 1 alpha 


-3.7 


SM1989 


AAH05660 


Elongation factor 1 alpha 1 


-3.8 


SMkl20 


AJ275968 


LIM domains 1 protein 


+9.9 


SMk91 


AAC48501 


Reticulum protein 


+2.1 


SM2083 


NP_003083 


Ribonucleoprotein polypeptide B 


+3.2 


SM21 


NP_000994 


Ribosomal 


+2.2 


SM1784 


228176 


Ribosomal protein P0 


+5.5 


SM1820 


BC014277 


Tissue inhibitor of 


-2.6 


SM1801 
SM997 


AAA30799 
51077272 


metal loproteinase 3 
Transfer RNA-Trp synthetase 
Translation initiation factor eifl 


+5.7 
+2.3 




SM464 


| AJ002189 


Complete mitochondrial DNA 


+2.7 | 




SMkl 


| AAG52886 


1 Kel-like protein 23 


1 +4.6 | 


nlSJ-o] 


SM2152 


B I 327422 


AR078G0 1 i THYEG0 IS 


-5.5 


SMk3 


AL13277 


Chromosome 14 DNA sequence 


+2.3 


SM908 


AAG28205 


C0I 


+2.2 


SM1738 


CAA19420 


DJ466P17.1.1(Laforin) 


+3.5 


SM1007 


AAD31021 


Foocen-m 


+3.0 


SM1724 


XP_0 16035 


Hypothetical protein 


-2.6 


SMkl37 


XP_002275 


Hypothetical protein 


+10.0 


SM1972 


XP.039195 


Hypothetical protein 


+2.8 


SM787 


AF192528 


Integrin beta-1 subunit 


+2.0 


SM1474 


BG384994 


MARC IP I 


+2.8 


SM1676 


BG548727 


NIH_MGC_77 


+2.3 
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<54> 



ESTs No. 


Accession No. 

t 


Descr ipt ion** 








ESF(30)/ESM(30) 


n|Sj-o) | 


SM1650 


BI337009 


Peripheral Blood Cell cDNA library 


+7.3 


SM1774 


BAB30715 


Put at ive 


+5.1 


SM1064 


BAB28119 


Put at ive 


+3.0 


SM1690 


BF864360 


Reinhardtii CO1690 


+2.5 


SM96 


M17733 


Thymosin beta-4 mRNA 


-3.9 


SM1922 


AAH03026 


Unknown 


+4.7 




SMk58 




No match 


+2.9 


SM717 




No match 


-4.4 


SMk6 




No match 


+2.4 


SMk68 




No match 


+3.2 


SMk80 




No match 


+4.3 


SMkll2 




No match 


+2.1 


SM1639 




No match 


-2.8 


SMkl48 




No match 


+2.9 


SM1665 




No match 


+9.8 


SMk95 




No match 


+2.1 


SMkl52 




No match 


+6.4 


SM1897 




No match 


+2.6 


SMkl38 




No match 


+3.1 


SM796 




No match 


-2.2 


SMk342 




No match 


+3.9 


SMkl81 




No match 


+4.4 


SM904 




No match 


-2.7 


SMk262 




No match 


+2.7 


SM9 




No match 


+2.9 


SM1964 




No match 


+2.6 


SMk33fi 




No match 


+3.8 



<55> 



<56> 



<57> 



<58> 



<59> 



t : s^l^l"^ accession no. 

No match: ^olE^cl^c^ ^^1^ ^JiL7> EST 

ESM: early stage muscleC^l^ 30 kg), ESF: early stage fat(*fll? 30 kg) 

SM: Sfl^l 
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5. 2<H1 M-e^\+ u>sf ^-ol, 137^ -B-^i^>l-S.^ ESF<^H t^^r HSl^-C, L-^NM 
B t^HjE.S.TflM^'Ml M *fl<?l t LIM 91 1 , ^-^HH. ^q-o^l, g^iL^ 

P0, B^i^l RNA-Trp 4l£H-*)l7}- &t}. Ml^ M2^ ^l^i^^^r S^€r>^ 2] s.uflo]E 

?W>M M(PKM) a^-sl-fe Tfl-fe- -g-3*_v ^ rn-si «aj^ <g7H«i^- 4f^a>\ox 

4. #7l -fr^UVfe cflef 32 kb°H, i27flal <^^4 H7flsl oirf. oij^ 9 

<4 10-g- M14 M2^°fl 4§-o}^o] ^7l^<i^: if-^ZL & JL^ , ol^^^o] ^ 

3Mtk 4HIM JE^l^l KFHLD^r ^7] ofl^ 47fl«] LIM S^l^ ^13 ^7l<4 ^ GATA 

I7fl« f-^-tt #3 c+«Jj^S.^ q-. FHLl^r oj-qsf #3 

^sqfe- ^o.S Ji^t}. ^e^l, FHL1 mRNA7> O^^l # 

^■g: S^Hr SJ-^sj^q. FHLlCfe ^ ^ *fl ^^AS sfl 

€-8HM 167fl<^ 0>p]^a>O. S 5} N-^^* ^j<HM <£s}*l7ti A o V 7l 

^jz^o^, ESM vs ASM ^ ESM vs ESF<HH •9r^}^) tflsfl 2«fl 

<LsL ^s^t}. cDNA n>o] as .o^eflol ^ -fM^-Tll ^t^sl^ # 1287^ -ft*}*} 

^-f-^HB 7]M-o>^l > ESM°fl ^-oi^o.^ ^^1^4. #2} 31, 

1-5.^5. 140}. *)1 <^^^1 ) olE^ZL^ ^ t3_-f>-^ o_ ESF^H ^-o]^O.S. 

1-^3). tqtllo] ^a] xflo], 601446467F1, 7HJ- ^BB^li ^^p-^, mhc class I, 
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<62> ^ofl 2 : ^ sfl^l^ ^-^ ^ ^ ^-<=>1^-^1- cDNA ^ ^ 

<63> Aj- 7l ^a^^ sfl^o) ^^.^]6j) ECj-S- 5-^-^-01 0-^ 7 > S ESM _S.ol 0-^^>Ol 

yfl^-nl^Al, 5.^5.1 Bl-oHl, uliL-a ^Iff-tt ^-^>*, sl-^MM 

601446467F1, ^ MHC class I 3.^ tt^*]-* DNA *MaS.<H^I°l A o Vo fl 

A] ^ ^2:^1 1SJ Hj-^ofl ^ 5flx]o] ^ ^ ^ ^-o] o-^^]- ^.g. 7)^ cDNA ^ 

<64> ^Alofl 3 : ^ 5}]^^ ^ ^ ^ mo] ^-^^ 7lH^1 *fl*l- 

<65> a o v 71 ^a]^] 2°fl 71^^ cDNA ^, Cy5-dCTP 5E^r Cy3-dCTP:4 ^a]^ ^ 

RNA°1H cDNA, ^ #^^1^ ^ ^^^a1aeAo s ol^-^^l sfl^l^ ^ ^1 

[t^^ S3]-] 

<66> A.T- 7 j ^Al^l- ^5}^ ti}<2}- ^-O] , Sflx]^ ^C^if e ^ol-0.^ 7 > 

si ^ ^Ss}-<H^ ^Att ^ oil- o-|-g-*V 7}±5-s£ cDNA ^H] ^rtb 7 A°-$-, ik^S: 
^ A «o V 2*HH ^^hcMH 145.]- ^-o]^ 0.5. ^-^sl^ 
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* ^^t^^l 5fl^# 7j\0}X^. 



15D030083650 <£)*>: 2004/1/13 

cDNA ^-§- *fl^*l^r 3<H\+ jL3)-7> &cf. n*2M, cDNA ^-g- s|)*} 

tl ^-^o] ^ojcf. 
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1] 

sfl^cq ^ ^av S^^llH ^-o]^ e^<>l -B-€^>S. £Si ^ 

#71 £li7f JI^ 7l^^ 5Lf-*Rr sfl^l^ ^-^ *1<£ ^ ^-°l^-#7} cDNA 

[3^*8" 2] 

*ll 1%H1 &°H, a o v 7 ] tc_sL* DNAfe- ESM-^-^l-H-^i^Vsl- ASM-^-o] o.^^ i^-^ s-^i 
£.3. *>^r sfl^l^ ^ ^ S-ojo.^^ ^^-g- cDNA ^ . 

33 

<5fl ti j ^]o], sl^lojE 7lM-o>7fl B^i^d C -B-^^>» ^ 

Sfl^l^ ^ ^ £ ^Ajl-g. 7l¥ ^ cDNA ^ 

4] 

*fl 2^-<H] 91°!*], #7l ASM-^-o] -B-^7>^ l-^Bj- SflH] 601446467F1, s)*. 

^sfl ^ MHC class I -fr^*}* £ftt 4^1 o_S Sfrfe sfl^)^ ^ ^ ^ 

0 l-ff-^*V ^^-g- 71^ cDNA ^. 
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5] 

Cy5-dCTP EE^r Cy3-dCTP3Jf rna^H cDNA, ^^7fl^ ^ ^ 
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